Conservation Assessment of Greater Sage-grouse and Sagebrush Habitats Connelly et al,

Fig. 8.1. Phylogram (from Kahn et al. 1999) shows that the 21 mitochondrial DNA haplotypes
are separated into two deep monophyletic clades. Bootstrap values greater than 50% are shown
along the branches of the tree. Haplotypes from clade I and clade 11 are found in all greater sage-
grouse populations sampled.
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